
GUARDANT360 COVERS ALTERATIONS IN OVER 70 GENES RELEVANT TO MULTIPLE SOLID 
TUMORS INCLUDING MSI-HIGH 
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CUP  : Carcinoma of Unknown Primary
NSCLC  : Non-small Cell Lung Cancer
Lung Adeno  : Lung Adenocarcinoma
Cholangio  : Cholangiocarcinoma

REFERENCES: 1. Zill et al. 2018 Clin CancerRes / 2. Holdenrieder et al. Clin Cancer Res 2004; Bettegowda, et al. Sci Transl Med 2014

ctDNA DETECTION RATE BY CANCER T YPE WITH THE GUARDANT360 ASSAY1

Based on 24,000 consecutive clinical samples

Tumors stabilized by therapy typically do 
not shed as much DNA into circulation, nor 
do tumors that are slow-growing.2 In these 
clinical contexts, Guardant360 may not 
detect any tumor DNA in a patient sample.
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Average across cancer types: 86%
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