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(GlioSeqv2) that analyzes for an additional 110 types of gene fusions including RELA, 
YAP1, NTRK1-3, BRAF, FGFR1, MYB, MYBL1, and others. The analytical sensitivity is 
3%–5% allele frequency for detection of SNVs and short indels (<40 bp) and 1%–5% 
for detection of gene fusions. 

The minimum required sequencing depth is 300x. This targeted NGS-panel can be 
performed on FFPE blocks with a fast turn around time of 7-10days and requires 
only a small amount of DNA/ RNA. The various genes assayed in this panel are as 
follows:

To conclude, molecular testing in CNS tumors is the need of the hour. With the new 
WHO classification of CNS tumors around the corner, these tests will be essential 
for the diagnosis of new molecularly defined entities as well as act as predicitive 
and prognostic markers for many of the existing tumor entities.
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